. To search for putative novel leukaemia associated genes, we therefore studied the gene expression profiles in (Fig. 2) .
AML1-ETO fusion transcription factor is one of the most frequent chromosomal abnormalities detected in human acute myeloid leukaemia subtype 2 (M2). However, AML1-ETO alone is insufficient to develop leukaemia
. To search for putative novel leukaemia associated genes, we therefore studied the gene expression profiles in (ranging 0.71-8.94) and 0.04 (ranging 0.01-0.14) , respectively (Fig. 1) (Fig. 3) .
In 
